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| Welcome

Dear Keerati,

Welcome to your personalized Platinum gPCR report. In traditional Chinese medicine, gut
health can be acquired and is the origin of general body health. Current scientific research
also proves the linkage between gut health and general health, for example, constipation,
diarrhea, eczema, allergy, overweight and more.

BioMed hopes that our leading Gut Microbiome Test can provide you a holistic view of your
gut health, analyze your subhealth risk, and provide appropriate gut health management
advice.

Thank you for your trust! Let us discover the health code hidden in your gut together!

BioMed
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Understand Gut Microbiota

Gut microbial balance is the key to health.
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In today’ s scientific community, the huge amount of literature supports that gut
microbiota dysbiosis is closely related to diseases, including sub-health problems,
cancer, infectious diseases and mental diseases. The potential risks to health caused by
gut microbiota dysbiosis will be briefly introduced in the following paragraphs.

Gut microbial balance & Sub-health

Gut microbiota dysbiosis is associated with eczema, psoriasis, constipation, diarrhoea,
obesity, diabetes, high blood pressure and so on. Studies have pointed out that the
probiotics species lacking in various patient groups are different. It shows that to
improve sub-health problems, we can start with supplementation of corresponding
probiotics.

Gut microbial balance & Malignancy

Dysbiosis of the gut microbiota is associated with thyroid cancer. Furthermore, gut
microbial diversity in prostate cancer patients is found to be lower than that of healthy
individuals. Diversity is also reduced in patients suffering from colitis-induced
colorectal cancer.

Gut microbial balance & Infectious diseases

Research indicated that Clostridium difficile infection is associated with changes in the
distribution and low diversity of the gut microbiota. Moreover, 70% of human immune
cells are concentrated in the gut microbiota, so gut microbiota plays an important role
in our body's immunity. The outbreak of a new strain of coronavirus was first reported
in 2019, which has brought a huge impact on human health around the world. The
prevention and treatment for Covid-19 gained widespread attention. Among them,
there has been a surge in research on gut probiotics and further proved the
relationship between immunity and gut microbiota.

Gut microbial balance & Psychiatric diseases

Our gut is considered the second brain of our body. The gut interacts with the brain
through the "gut-brain axis". Apart from promoting the normal function of the
blood-brain barrier, the gut can also affect our emotions and behaviour through the
endocrine, immune and nerve system. Many medical pieces of literature have proved
that dysbiosis is not only associated with allergies, eczema, obesity, irritable bowel
syndrome, but also autism, dementia and anxiety disorder. For instance, the patients
suffering from major depressive disorder (MDD) have lower diversity and more harmful
bacteria in their gut microbiome. Moreover, the diversity of the gut microbiome is
negatively correlated with bipolar disorder. In other words, the lower the diversity, the
longer the duration of the episodes is.
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"Gut Microbial Balance
s the key to health.”

Gut microbes interact with our metabolites and genes, constructing symbiotic,
commensal or pathogenic relationships with humans.

The gut microbiome mostly consists of core bacteria, making up 50-70% of the total
amount of microbes. Core bacteria can perform both positive and negative functions. The
critical period of building the core bacteria flora is between 0 to 3 years old. Afterward it
is difficult to rebuild the flora. Delivery, breastfeeding or not, and the use of antibiotics
affect the composition. Therefore, a balanced microbiome should be built since infancy
or even pregnancy. World Allergy Organization suggests pregnant, breast-feeding
women and newborn babies with the risk of developing allergies to take probiotics.

After the age of three, we can adjust our gut microbiota by having enough rest, a
balanced diet and appropriately supplementing probiotics. Intestinal microbes that need
to maintain balance can be divided into the following three categories:

« Harmful bacteria : Harmful for health, may cause dieases and illnesses.

* Probiotics : Beneficial to health, or can help produce beneficial metabolites.
« Core bacteria : Usually neutral, but will change their properties based on the
dominant type of bacteria. If there are more probiotics, core bacteria will have
beneficial effects and vice versa.

Major groups of microbes

© ©

Probiotics Core bacteria Harmful bacteria



Gut Microbial balance is the key of health | BieMed

Characteristics of gut microbiota

©

Probiotics Core bacteria Harmful bacteria

When gut microbiota is balanced, it can perform multiple functions
and reduce the risk of having diseases.

Regulate Inhibit Regulate Promote Synthesize vitamins
bone density pathogens nervous system angiogenesis and amino acids
®© ® O] ®© ®

@) )7

Protect Decompose Promote fat Help developing Involve in
epithelial cells food molecules storage the immune system metabolic therapy

Balanced gut microbiota is an ideal state of health. Recently, there are a lot of different
definitions of microbial balance in the scientific community. However, in general, there are 4
indicators to evaluate the balance of gut microbiota.

1. The Core genera in gut microbiota existed in the general population with the same race
(Core Genus)

2. The richness of gut microbiota

3. The diversity of gut microbiota

4. The relative abundance of Proteobacteria
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| Our Testing Technology and Scientific Rating System

Sequencing Technology

BioMed Platinum Testing panel is to carry out quantitative detection of specific bacteria in
the gastrointestinal tract through real-time polymerase chain reaction (qPCR) analysis. The
gut health state can be explained after the data analysis and can further evaluate different
health risks, for example, obesity and metabolic syndrome, intestinal disease, allergy and
eczema.

Our Scientific Rating System

Deficient The relative abundance of a microbial group in your
gut is lower than that in other healthy individuals

S||g htly Deficient The relative abundance of a microbial group in your gut
is slightly lower than that in other healthy individuals

The relative abundance of a microbial group in
Normal your gut is similar to that in other healthy
individuals

. & The relative abundance of a microbial group in
Sllghtly Excessive your gut is slightly higher than that in other healthy

individuals

The relative abundance of a microbial

EXCQSSiVE group in your gut is higher than that in
other healthy individuals
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Generally Balanced : Your gut core bacteria, harmful bacteria and probiotics are in a generally balanced
status. You should keep a healthy dietary habit and lifestyle to maintain a good intestinal flora.

: Your gut core bacteria, harmful bacteria and probiotics are in a slightly imbalanced status. It
might not cause a health problem, but you should still keep an eye on your dietary habit and lifestyle, to
maintain a good intestinal flora.

Moderate Dysbiosis : Your gut core bacteria, harmful bacteria and probiotics are in a moderately imbalanced
status. It might cause health problems. You should pay attention to dietary habits and lifestyles, to maintain a
good intestinal flora.

Severe Dysbiosis : Your gut core bacteria, harmful bacteria and probiotics are in a severely imbalanced
status. It is very likely to cause a health problem. You should start monitoring your dietary habit and lifestyle,
to maintain a good intestinal flora.

Low Risk suggests that your disease-associated taxa is similar to that of a normal individual. Your risk of
developing the disease is comparatively low. Please continue to maintain healthy eating and living habits.

Moderate Risk suggests that compared to the majority of the population, your disease-associated taxa
consist of less beneficial bacteria and more harmful bacteria. The risk of having these diseases is higher than
the average poplulation. To reduce such risk, you should pay attention to your gut microbiota status and diet.
High Risk suggests that compared to the majority of the population, your disease-associated taxa consist of
significantly more harmful bacteria. The risk of having these diseases is much higher than the average
poplulation. To improve your physical well-being, you should pay attention to your gut microbiota status and

consult professionals at once.
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Result Overview

Species name Test Result CT Value

@ Core bacteria

Akkermansia muciniphila ; I e e s Deficient {=35}
Alistipes putredinis I S ; s s Normal {255}
Bacteroides genus —A——— Slightly Deficient {153}
Bacteroides fragilis ; I e e s Deficient {=35}
Faecalibacterium prausnitzii I S + s s Normal {15.9}
Roseburia hominis I N e e e Deficient {=35}

Harmful bacteria

Bacillus ——;—— Normal {=35}
Candlida albicans I E— ; s s  Normal {=35}
Clostridium difficile I E— ; s s  Normal {=35}
Escherichia coli I S ; e s Normal {33.1}
Staphylococcus aureus I E— ; s s Normal {235}
@ Probiotics

Bifidobacterium bifidum I B S e s Deficient {=35}
Bifidobacterium breve ; I e e s Deficient {=35}
Bifidobacterium lactis ; I e e s Deficient {=35}
Bifidobacterium longum I B S e s Deficient {30.0}
Lactobacillus acidophilus ; I e e s Deficient {=35}
Lactobacillus gasseri I E— ; s s  Normal {=35}
Lactobacillus helveticus I B S e s Deficient {=35}
Lactobacillus paracasei I S ; e s Normal {29.3}
Lactobacillus plantarum I S ; e s Normal {29.3}
Lactobacillus reuteri I B S e s Deficient {=35}
Lactobacillus rhamnosus ; I e e s Deficient {=35}
Streptococcus thermophilus I S ; s s  Normal {33.8}

10
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| Intestinal balance result

Based on the above test results, your intestinal balance is Moderate Dysbiosis

The risks of developing the following diseases may increase :

"

Asthma Food allergy Eczema Allergic rhinitis
Overweight Metabolic Type 2 Excessive
syndrome diabetes lipopolysaccharide
)
Constipation Diarrhea Immune disorder
Insomnia/ poor Stress and
sleep quality anxiety

11
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Allergy & Eczema

Based on your gut microbiome, you have a high risk of
developing allergy and eczema.

=’

Over 20% of global population suffer from allergy. The illness is neither contagious nor immediate
life-threatening, but it is considered to be chronic. In recent years, many studies have found that gut
microbiota is closely related to the immune system. Since 70% of the immune system cells are
concentrated in the gut, the dysbiosis of gut microbiota will cause abnormal immune system response,
which becomes one of the important causes of allergies and eczema.

Apart from reducing exposure to allergens, keeping skin moisturised, and strengthening the skin barrier,
we can also achieve gut microbiota balance to relieve the symptoms of allergies and eczema.

1in 5 people suffer from eczema during his/her life.

. . . ‘ ‘ @ Moderate
Asthma

N EEEEX @ igh
Food allergy

e 6 6 6 6 6 0 O ‘ High
Eczema

N EEEEX @ igh

Allergic rhinitis
12
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| Allergy & Eczema

Risk Assessment

Asthma

Research Centre

Asthma is a chronic lung disease, which the bronchi of patients are easily irritated by foreign objects.
Symptoms of asthma include coughing and sputum. It may also lead to tracheal contraction, chest
pressure and difficulty in breathing. According to the statistics, more than 2,000 Thais have lost their
lives on a yearly basis because of asthma.
Faecalibacterium prausnitzii is one of the most abundant gut microbes in the human intestines which
account for about 5% of the total number of microbes. Akkermansia muciniphilais commonly present
in the human digestive tract accounting for about 3-5%. The number of F.prausnitziiand A.muciniphila
in a healthy person is more than that in an asthma patient. The research suggested that these two
microbes could induce anti-inflammatory cytokines and metabolites to suppress inflammation.

Species name Test Result
@ Core bacteria
. L v
Akkermansia muciniphila I S S e e Deficient
v
Faecalibacterium prausnitzii I N e e s Normal
Harmful bacteria
Candida albicans I B e e s Normal
@ Probiotics
Bifidobacterium bifidum I N S e s Deficient
v
Bifidobacterium breve I S S e s Deficient
v
Lactobacillus plantarum I N e e s Normal

13
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Allergy & Eczema

Risk Assessment

® &6 6 6 0 0 O High

Food Allergy

Global citizens have been increasingly suffering from food allergy. Back in 1960, only around 3% of
global citizens experience food allergy, while in 2018, this was increase to 7%. Food allergens are
mistaken as harmful materials by patients’ immune system. Immunoglobin E (IgE) antibodies are
produced to fight against allergens, leading to an array of symptoms. Allergic symptoms include skin
itchiness, swelling and respiratory mucosal inflammation.

Study shows that children suffering from food allergy possess less Bacteroidetes genus in comparison
to healthy ones. Bacteroides fragilis is a member of the phylum Bacteroidetes. It can generate
polysaccharide A to increase the inhibitory ability of regulatory T cells and the transit of interleukin-10
(IL-10) in blood to prevent intestinal inflammation. Bifidobacterium bifidum and Lactobacillus
acidophilus can suppress allergic reactions to food by suppressing certain IgE and lowering the
number of interleukin-4 (IL-4). Streptococcus thermophilus can suppress allergic reactions by
inhibiting helper T2 cells and IL-4 in serum and lung tissues. Another study shows that Bifidobacterium
longum and Bifidobacterium breve can relieve allergic reactions.

Species name Test Result

@ Core bacteria

Bacteroides genus — ; e e s S|ightly Deficient
Bacteroides fragilis ; I S e e Deficient

@ Probiotics

Bifidobacterium bifidum ; I N e Deficient
Bifidobacterium breve ; I S e e Deficient
Bifidobacterium longum ; I S e e Deficient
Lactobacillus plantarum I S ; e s Normal
Streptococcus thermophilus I I ; s s Normal

14
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| Allergy & Eczema

Risk Assessment

® 6 6 6 06 ¢ 0 O High

Eczema

Eczema is a type of dermatitis that would flare-up repeatedly, leading to symptoms like skin redness,
itchiness, blister formation and possibly fluid oozing. Water is readily lost from patients' skin, reducing
its protective function and thus making it susceptible to allergens and microbial infection. The majority
of the patients are using a steroid cream to relieve the discomfort and itchiness. However, prolonged
use of steroids would worsen the skin protective function and bring other side effects. Numerous
studies have revealed that dysbiosis would trigger the occurance of dermatitis and emphasised the
potential of microbiota in curing dermatitis.

Experiments show that Bifidobacterium bifidum is an effective precaution and cure for certain patients.
The data suggest that interactions between dysbiosis in Faecalibacterium prausnitzii and dysregulation
of gut epithelial inflammation might underlie the chronic progression of dermatitis by resulting in
impairment of the gut epithelial barrier. Moreover, the intake of Lactobacillus rhamnosus can reduce
eczema symptoms while Bifidobacterium breve can suppress interleukin-1b (IL-1b), lowering the
chance of eczema onset. More and more studies and researches show that various probiotics are
beneficial in preventing eczema.

Species name Test Result

@ Core bacteria

. . v
Faecalibacterium ,orausn/z‘zu I B R B s Normal

Harmful bacteria

v
Escherichia coli I B e e s Normal
v
Staphylococcus aureus I B I e e Normal
@ Probiotics
. ) . A4
Bifidobacterium bifidum I N e e e Deficient
v
Bifidobacterium breve I N S e e Deficient
v
Lactobacillus acidophilus I S S e Deficient
v
Lactobacillus rhamnosus I N S e e Deficient

15
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Allergy & Eczema

Risk Assessment

Allergic rhinitis

Allergic rhinitis, also known as "nasal allergy", is divided into two categories, seasonal and perennial.
Seasonal rhinitis is usually caused by pollen and perennial rhinitis has resulted from dust and mold.
Nasal allergies affect areas such as the eyes, nose and throat. Patients suffer from sneezing, runny
nose, itchy nose and eyes, increasing the risk of eczema and asthma. When Immunoglobulin E (IgE)
antibodies encounter an allergen, mast cells in our body release chemical that is similar to histamine,

to cause inflammation.

Probiotics, such as Bifidobacterium breve and Bifidobacterium longum could help the body fight
against allergic inflammation. They can help alleviate the symptoms of nasal allergy by adjusting the
responses of T cells to Thl and Th2. Moreover, Lactobacillus acidophilus and Lactobacillus paracasei

High

could slow down the allergic responses of allergens and help patients develop an immune state.

Species name

Test Result

@ Probiotics

Bifidobacterium breve
Bifidobacterium lactis
Bifidobacterium longum
Lactobacillus acidophilus
Lactobacillus paracaser

Lactobacillus plantarum

16
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Obesity & Metabolic Syndrome

Based on your gut microbiome, you have a moderate risk
of developing obesity and metabolic syndrome.

o

According to World Health Organization (WHO), more than 1 billion of global population are obese.
People with obesity are more likely to develop cardiovascular diseases, such as high cholesterol or high
blood pressure. The risk of developing bone and joint diseases, fatty liver, and sleep apnea is also higher.

Obesity metabolism is closely related to the gut microbiome. A classic British study transplanted the gut
bacteria from identical twins of different body shapes into two groups of mice and observed the changes
in their body shapes. As a result, the mice became obese after being transplanted with the gut bacteria of
the obese twin; on the contrary, mice transplanted with the slim twin's gut bacteria became slim.

™

Obese twin

™

N
V

Lean twin

Re% NP ) -
AN [ PN Low-fat high-f ’
Microbiota
transplant Recipient Increased

mice adiposity

€ 3 - Y]
1 . 2
) ‘\ N . i )
<\ O\ Low-fat high-f .
Microbiota < '
transplant Recipient -
mice

Regulating intestinal microecology has proved to be one of the effective ways to maintain good posture
and metabolic health in the new era.

17
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Obesity & Metabolic Syndrome

Risk Assessment

High

Moderate

Moderate

Moderate

@& ® @
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| Obesity & Metabolic Syndrome

Risk Assessment

® &6 6 6 0 0 O High

Overweight

A person with Body Mass Index (BMI) over 25 is classified as overweight. The main cause of overweight
is the number of calories intake more than that of consumption. Patients are more likely to suffer from
type 2 diabetes, coronary heart disease, stroke and cancer. Around 48% of Thai working population
suffer from obesity. According to 2017 global disease burden statistics, about 4.7 million people die
from diseases related to being overweight each year.

Studies indicated that there are fewer Akkermansia muciniphila and Bifidobacterium longum in
overweighted people than that in normal people. Another study showed that the ratio of Firmicutes to
Bacteroidetes is associated with weight. Lactobacillus acidophilus can help reduce liver fat
accumulation and prevent liver weight gain. Lactobaccillus gasseri could also inhibit the expression of
adipogenic gene to reduce BMI, waist circumference and visceral fat.

Species name Test Result

@ Core bacteria

Akkermansia muciniphila ; I S e e Deficient
Bacteroides genus — ; e e s S|ightly Deficient
Faecalibacterium prausnitzii I I ; s s Normal

@ Probiotics

Bifidobacterium bifidum ; I N e Deficient
Bifidobacterium breve ; I S e e Deficient
Bifidobacterium longum I S S e e Deficient
Lactobacillus acidophilus ; I S e s Deficient
Lactobacillus gasseri I I ; s s Normal
Lactobacillus plantarum I S ; s s Normal

19
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Obesity & Metabolic Syndrome

Risk Assessment

O,

O 6

Metabolic syndrome

Metabolic syndrome is a disorder with a series of metabolic dysfunction. Patients with the disorder are more
likely to suffer from cardiac disease, diabetes and stroke. A person with three or more risk factors, including
having excess abdominal fat, high level of triglyceride, low level of high-density lipoprotein (HDL), high
blood pressure or high fasting plasma glucose level, would be diagnosed with metabolic syndrome.

The increase in the amount of Akkermansia muciniphila can effectively lower the amount of obesity-related
bacteria, such as Firmicutes and Bacteroidetes, and reduce inflammatory reactions and the risk of metabolic
syndrome. Bifidobacterium lactis can improve the levels of adiponectin and NADPH oxidases (Nox) in the
body, whereas a specific favourable effect was shown in inflammation in patients. Another study shows that
probiotics such as Lactobacillus acidophilus and Lactobacillus paracasei can diminish the size of adipose
tissues, lowering the risk of metabolic syndrome.

Species name Test Result

@ Core bacteria

Akkermansia muciniphila ; I S e e Deficient
Faecalibacterium prausnitzii I I ; s s Normal
@ Probiotics

Bifidobacterium lactis I N S e Deficient
Lactobacillus acidophilus ; I S e s Deficient
Lactobacillus paracasei I I ; s s Normal

20
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| Obesity & Metabolic Syndrome

Risk Assessment

Type 2 diabetes

Patients with type Il diabetes are usually middle-aged and older adults however youngsters are also suffering from this
disease. Above 90% of diabetic patients are diagnosed with type Il diabetes, which is closely related to obesity.
Symptoms include unexplained fatigue, difficulty in wound healing, dry mouth and sudden blur of vision. Type Il diabetic
patients are resistant to insulin, which would have an increase in secretion at an early stage. However, along with the
decreased pancreatic function, blood glucose would accumulate, eventually developed into diabetes.

Increasing the proportion of Akkermansia muciniphila in the intestine can improve type Il diabetic symptoms and they
are proved to be capable of restoring the function of the intestinal barrier, increasing the thickness of intestinal mucosa
to maintain the well-being of the intestinal tract. Type Il diabetic patients possess a lower concentration of
Faecalibacterium prausnitziiin comparison to healthy adults. Some probiotics, such as Bifidobacterium longum can slow
down the deterioration of type Il diabetic symptoms. Lactobacillus gasseri can increase the expression of glucose
transporter-4 (GLUT-4) in muscles, increasing the anti-diabetes effect. Lactobacillus reuteri can lower cholesterol,
triglycerides level and low-density lipoprotein and high-density lipoprotein (LDL-HDL) ratio, which can protect the liver.

Species name Test Result

@ Core bacteria

\4
Akkermansia muciniphila I S S e e Deficient
\4
Bacteroides fragilis I S S e e Deficient
\4
Faecalibacterium prausnitzii I N e e s Normal
Harmful bacteria
) \4
Bacillus I S e S s Normal
\4
Candlida albicans I R S e e N ormal
@ Probiotics
o ‘ v -
Bifidobacterium longum I N S e mmmmm——  Deficient
\4
Lactobacillus gasseri I S e e s Normal
\4
Lactobacillus plantarum I N S e s Normal
\4
Lactobacillus reuteri I N S e mmmm——  Deficient

21
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Risk Assessment

22

Excessive lipopolysaccharides

Obesity & Metabolic Syndrome

Lipopolysaccharide is an endotoxin produced by bacteria and would be released excessively after the death
of bacteria. Proinflammatory cytokines might cause a hypersensitive immune responses. Study shows that
lipopolysaccharides would cause chronic inflammation in the body, leading to metabolic disorders, such as
insulin resistance, obesity, diabetes, inflammation, fat accumulation in the liver, and hence the formation of

fatty liver.

Through increasing the amount of Akkermansia mucinjphila and promoting diversity and balance of
microbiota, the transfer of bacterial substances may be reduced and the development of fatty liver may be
prevented. Study shows that Lactobacillus acidophilus can reduce the number of proinflammatory cytokines
while increasing that of anti-inflammatory cytokines, attenuating inflammatory activity. Moreover,
Lactobacillus plantarum and Bifidobacterium bifidum can prevent oxidative pressure induced by

lipopolysaccharides to reduce the inflammatory response.

Species name Test Result

@ Core bacteria

v
Akkermansia muciniphila L1 ] ] ]
@ Probiotics
. o v
Bifidobacterium bifidum I I S S
Lactobacillus acidophilus L1 ] ] ]
\4
Lactobacillus paracasei L1 ] ] ]
\4
Lactobacillus plantarum L1 ] ] ]

Deficient

Deficient

Deficient

Normal

Normal
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Intestinal Disease

Based on your gut microbiome, you have a moderate risk
of developing intestinal diseases.

-

The average prevalence of constipation in adults has been estimated as 16% worldwide according to
National Institute of Health. Alarmingly, over 20% of population worldwide have GERD.

Rebalancing gut microbiome to reduce gut toxin has been proven to reduce constipation and diarrhea.

According to a study in Hong Kong, more than 90% and 70% of people with diarrhea and constipation

experienced significant improvement in their symptoms after precise supplementation of their lacking
probiotics.

') e o0 o000 0 o0 -

Constipation

. . . Low
Diarrhea

. . . . . Moderate
Immune
disorder
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Intestinal Disease

Risk Assessment

oooooooo it

Constipation

Constipation is a common intestinal problem. It refers to changes in bowel habits, where bowel
movements become infrequent (i.e. less than 3 times a week), stools become too hard or too small, or
it is difficult to defecate. Causes include side effects of drugs, digestive system diseases, or systemic
diseases, such as diabetes and hypothyroidism, as well as poor eating habits, an unbalanced diet that
has insufficient dietary fiber intake. Studies show insufficient fiber intake is related to colorectal polyps
and bowel cancer. Elderly people have an especially high risk of bowel cancer. If you ignore the
problem of constipation, it may cause complications over time. Studies have found that patients with
constipation have a higher level of Staphylococcus aureus. Probiotics can shorten the length of bowel
retention, improve stool frequency and consistency. Studies have found that Lactobacillus paracase
can help improve the activity of intestinal microbes and the symptoms of constipation. Bifidobacterium
lactis can help inhibit Helicobacter pylori and have a significant effect on improving constipation.
Ingestion of Bifidobacterium longum can also regulate bowel movements.

Species name Test Result

@ Core bacteria

\4
Faecalibacterium prausnitzii I N e e s Normal
Harmful bacteria
\4
Staphylococcus aureus I N e e s Normal
@ Probiotics
. ‘ , v :
Bifidobacterium lactis I N S e Deficient
\
Bifidobacterium longum I S e —— m— Deficient
\
Lactobacillus acidophilus I S S e Deficient
\4
Lactobacillus paracasei I N e e s Normal
\4
Lactobacillus plantarum I N e e s Normal
\
Lactobacillus rhamnosus I S S e Deficient
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| Intestinal Disease

Risk Assessment

Diarrhea

Diarrhea can be differentiated into 2 categories, including acute diarrhea and chronic diarrhea. Acute diarrhea could take
place after the intake of infected food, leading to immediate stomachache and defecation need while chronic diarrhea
usually takes place continuously for 3 weeks and is potentially related to diseases, like diabetes, colorectal cancer, etc.
Diarrhea could be caused by bacteria, such as Bacillus and Escherichia coli. Fungi, such as Candlida albicans could also be a
source of infection. Clostridium difficile would lead to mild watery diarrhea to life-threatening colitis. The cell wall of
Staphylococcus aureus contains peptidoglycan (PGN), which causes strong biological activity on immune cells and
possibly plays a role in S. aureus-induced diarrhea. The imbalance of core bacteria in the gut could also lead to diarrhea.
Study shows that Faecalibacterium prausnitzii can reduce the occurrence of diarrhea while Roseburia hominisis capable of
penetrating the mucus layer and sticking to the surface of host intestinal epithelial cells, reducing the effect of
inflammation on the gut. Lactobacillus rhamnosus is proved to be effective in reducing the occurrence of diarrhea. In a
study targeting children, the frequency and duration of episodes of diarrhea can be reduced by Lactobacillus reuter.
Streptococcus thermophilus also has the same effect along with the prevention of colitis.

Species name Test Result

@ Core bacteria

v

Faecalibacterium prausnitzii I N e e s Normal

v
Roseburia hominis I B s e e Deficient
Harmful bacteria
) v

Bacillus I N e e s Normal
v

Candida albicans I N B e e Normal
v

Clostridium difficile I N I e e Normal
v

Escherichia coli I B e e s Normal
v

Staphylococcus aureus I N e e s Normal

@ Probiotics

. ) A\ .

Lactobacillus reuteri I B S e e Deficient

Lactobacillus rhamnosus I N S e s Deficient
v

Streptococcus thermophilus I S e e s Normal
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Intestinal Disease

Risk Assessment

Immune disorder

The immune system is the defense system of the human body. In addition to dealing with external
invasion, it also handles aging and dead cells in the body. Identifying and processing mutated cells is
also an important role of the immune system. Human bodies create different antibodies for different
pathogens that invade our bodies,

The immune system starts to deteriorate when people reach 30 years old. When the body has low
immunity, any microorganism in the air will pose a threat to the body.

Studies have found that Alistipes putredinis may have an inhibitory effect on Candida albicans.
Faecalibacterium prausnitzii helps boost the immune system and reduce inflammation.
Bifidobacterium breve can help attract immune cells, strengthen mucous membranes and intestinal
epidermal cells, thereby enhancing resistance against pathogens entering from the intestine.
Bifidobacterium longum can help reduce the production of inflammatory cytokines and produce CD4
receptor T cells to strengthen the immune response. At the same time, Lactobacillus helveticus can
work with Bifidobacterium longum to enhance immunity. Streptococcus thermophilus may reduce the
production of inflammatory mediators and markers, and strengthen the number of markers related to
immunity, which will help the immune system.

Species name Test Result

@ Core bacteria

Alistipes putredinis I S ; e s Normal
Faecalibacterium prausnitzii I I ; s s Normal
Roseburia hominis ; I S e s Deficient
@ Probiotics

Bifidobacterium breve ; I N e Deficient
Bifidobacterium longum ; I S e e Deficient
Lactobacillus helveticus ; I S e s Deficient
Lactobacillus paracasei I I ; s s Normal
Streptococcus thermophilus I I ; s s Normal
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Based on your gut microbiome, you have a moderate risk
of developing mental health problems.

-

Mental health is very important to personal health and affects the quality of life. Mental health includes
our emotional, psychological, and social well-being. It also helps determine how we handle stress. In a
well-being survey in 2019, 83% of global respondents reported being stressed. If anyone loses his/her
ability to deal with stress, it could be a worrying situation. Early warning signs of mental health
problems can be, for example, eating or sleeping too much or too little, feeling unusually confused,
forgetful, upset, worried, or scared, and so on.

Recent advances in research have described that the gut microbiota can affect emotional well-being
and emotional responses. One of the ways is to influence the gut-brain axis (GBA). GBA links emotional
and cognitive centres of the brain with peripheral intestinal functions. The interaction between
microbiota and GBA appears to be bidirectional, by means of neural, endocrine, immune, and humoral
links.

Global Statistics of People Feeling Stressed

‘ . . . . . Moderate
Insomnia/
poor sleep
‘ . . . . . Moderate
Stress and
anxiety
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Mental Health

Risk Assessment

Insomnia/ poor sleep quality

Sleep is essential for human life. It affects one’s ability to feel rested and energized for the next day.
Getting enough quality sleep supports mental and physical health and contributes to the overall
quality of life. Poor sleep quality and sleep deprivation can have many negative effects. These can be
physiological and psychological, such as increased irritability or development of anxiety or depression.
A survey conducted by university in 2020 showed that nearly 70% of the people had insomnia in the
past six months. More than 40% were due to work or academic stress.

Studies have suggested that gut bacteria may influence normal sleep patterns by helping create
important chemical messengers in the brain, such as serotonin and dopamine. Research showed that
improvement of sleep quality was reported after the administration of Bifidobacterium breve and
Lactobacillus reuter.

Species name Test Result

@ Core bacteria

Faecalibacterium prausnitzii I S ; e s Normal
@ Probiotics

Bifidobacterium breve ; I e e Deficient
Bifidobacterium longum ; I e e Deficient
Lactobacillus gasseri I ; e s Normal
Lactobacillus plantarum I ; e s Normal
Lactobacillus reuteri A I e e mms  Deficient
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Risk Assessment

Stress and anxiety

Stress is a normal human reaction. When you experience changes or challenges (stressors), your body
produces physical and mental responses. Stress can be positive, keeping us alert, motivated and ready
to avoid danger. But stress becomes a problem when stressors continue without relief or periods of
relaxation. Stress can lead to emotional and mental symptoms like sadness, anxiety, irritability, etc.

The "gut-brain axis" is bidirectional. The gut and the brain are in constant close communication, and
the health of one impacts the health of the other. Study showed that Lactobacillus helveticus improved
chronic restraint stress-induced behavioral, such as anxiety and depression. Another research found
significant improvements in self-perceived stress, overall job stress, anxiety after an 8-week
intervention of Lactobacillus plantarum.

Species name Test Result

@ Core bacteria

v
Akkermansia muciniphila I S e e s Deficient
Harmful bacteria
v
Candida albicans I B S e s Normal
@ Probiotics
v
Bifidobacterium bifidum I B N e s Deficient
Lactobacillus helveticus I B S e e Deficient
v
Lactobacillus plantarum I S e e s Normal
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Gut Health Management Advice

Probiotics Supplements Advice

Probiotic strains Your result

Bifidobacterium breve

Bifidobacterium longum

Lactobacillus paracaser

Lactobacillus reuteri

Lactobacillus gasseri

Streptococcus thermophilus \/

Personalised Probiotics Formula

oS8 mpmm | @

Please scan the above QR Code for detailed probiotics information 7
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| Gut Health Management Advice
Dietary Advice

Probiotic strains Your result Can be obtained from the following food

Bifidobacterium bifidum X

£ i
? Yogurt ®  Fermented milk

Bifidobacterium breve X J
Bifidobacterium lactis X

‘ Natto % Miso
Bifidobacterium longum X
Lactobacillus acidophilus X
Lactobacillus gasseri \/

£
y A .f A L
Lactobacillus helveticus X é Yogurt J Sauerkraut

Lactobacillus paracasei \/
Lactobacillus plantarum v @ Kimchi
Lactobacillus reuteri X
Lactobacillus rhamnosus X
’ 4 ,
Streptococcus thermophilus v { Yogurt
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Dietary Advice

Your Advice

+ Prebiotics sources

\
- J 4 b
y L9 ]

Probiotics . ¢ L
Apple Banana Asparagus Onion Garlic Beans
To strengthen and help probiotics to colonize, prevent harmful microbiome to
overgrow and produce excessive toxin
=== Avoid refined carbohydrates such as
Carbohydrates

>

White rice Spaghetti

== Avoid processed food such as

Processed Food *

Instant noodle Pizza

Consume vegetables and fruits around two thirds of total daily food
+ consumption especially dark-colored vegetables and colorful fruits

Vegetables and == Avoid fruits with high sugar such as

N , - £
Fruits R\ _ 9
w * -9

Watermelon Pineapple Mango

== Avoid protein sources from + Consume protein from

Proteins

Red meat Intestines

+ Consume fat from

B

Avocado Olive oil

== Iy not to intake

@ 9 W

Spicy food Coffee Alcoholic beverages

32



Microbiome and Food Planning | BioMe d

| Microbiome and Food Planning

Influence of Diet on the Gut Microbiome and Implications for Platinum

Systemic Review

Bifidobacteria Lactobacilli Bacteroides Clostridia Roseburia
Animal protein ™ N\ 0 N
Whey protein extract 0 T N2 N2
Pea protein extract T P
High fat N2 T 0
Low fat T
High saturated fat T
High unsaturated fat T T
Nature
sweeteners/sugars T v
Artificial sweeteners N2 N2 T N2
Fiber/prebiotics 4 Tt N2
Resistant starch ™ ™ T
Probiotics T T

Polyphenols from
fruits, vegetables, 1P ™ N2 N2
cereals, and beverages
Western-High animal
fat/protein
Mediterranean-High
fibre/antioxidants/ 1t 0 1t T

UFA low red meat

Gluten-free N2 N2 N%
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| Microbiome and Food Planning

Influence of Diet on the Gut Microbiome and Implications for Platinum

Systemic Review

Faecalibacterium Akkermansia

Eubacteria Streptococcus e o,
prausnitzii muciniphila

Alistipes
Animal protein ™
Whey protein extract
Pea protein extract
High fat N%
Low fat
High saturated fat 0

High unsaturated fat 0 0

Nature

sweeteners/sugars

Artificial sweeteners
Fiber/prebiotics
Resistant starch ™

Probiotics 0

Polyphenols from
fruits, vegetables,
cereals, and beverages
Western-High animal
fat/protein
Mediterranean-High
fibre/antioxidants/ 0

UFA low red meat

Gluten-free N2
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‘ Your Food Subscription Package by Goodcal

Rebalance and maintain healthy microbiome with dietary adjustment for physical and mental well-being

Designed to

Examples of meals for subscribers

Balance stress hormones and improve sleep with Mediterranean-based diet;
Avoid processed food to reduce internal inflammation;
Improve digestive system through whole food meals with varieties of white meat, plant-based protein,
vegetables, and fruits;
Avoid trans-fat and saturated fat, increase grains, nuts, resistant starch, and fibre & probiotics food to help
balance gut microbiome;
Increase skin-supporting nutrients such as vegetables, beans, seeds and fruits;
Increase cruciferous vegetables that lower cancer risks such as broccoli, cauliflower, cabbage, etc.

Week 1
MONDAY TUESDAY WEDNESDAY THURSDAY FRIDAY
Tuna & spinach Rice Wl.th om.elet Whole Wheat Chicken truffle Tuna Rice berry
Breakfast . & chicken in chicken steamed .
sandwich wrap croissant
tomato sauce bun
Brown rice with . Salmon pasta in Rice with braised .
. . . Lean pork with . . Shrimp wonton
Lunch stir fried shrimp in Lemon cream chicken in
. vegetable noodles tom-yum noodle
Thai herb paste sauce vegetable soup
Snack Japanese Mixed fruit Yogurt with Banana Oat muffin High fiber jelly
edamame granola
. Chicken pesto Tuna salad in herb | Rice with stir fried Grilled shrimp Bak.ed po.tato with
Dinner . . chicken in truffle
pasta dressing shrimp & kale salad
sauce
Week 2
MONDAY TUESDAY WEDNESDAY THURSDAY FRIDAY
Chicken & almond Rice with pork in Tuna soft mochi Steamed chicken Chicken pesto
Breakfast . . . .
sandwich bitter gourd soup bun dumplings sandwich
Rice with steamed Rice with soft Rice with shrimp . Rice with braised
. . . . . Sweet potato with . .
Lunch Dory fish in Thai omelet & garlic in mixed herb . chicken in Gaza
. . chicken meatballs
chili paste shrimp soup soup
Snack Flourless Firalns Tofu pudding Mixed fruit Protein brownie Perilla & honey
cookie bar
. Chicken Japanese Steamed fish with Grill chicken & Salmon & avocado le:e W.Ith chicken
Dinner . L teriyaki & steamed
salad mixed vegetable papaya salad teriyaki don
egg custard
Remarks:

Menu planned is subjected to weekly adjustment. Weekly meal plan shall be provided by Goodcal to

subscribers prior to the beginning of each week.

Do clearly state your food allergies for your safety and suitable meals preparation.
Delivery and logistics handled by Goodcal.
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Cutoff Value (Ct)
Species name
True Positive True Negative
Akkermansia muciniphila <35 235
Alistipes putredinis <35 235
Bacteroides genus <35 235
Bacteroides fragilis <30 230
Faecalibacterium prausnitzif <35 =35
Roseburia hominis <35 235
Bacillus <35 235
Candida albicans <35 235
Clostridium difficile <35 235
Escherichia coli <35 235
Staphylococcus aureus <35 235
Bifidobacterium bifidum <35 235
Bifidobacterium breve <35 235
Bifidobacterium lactis <35 >35
Bifidobacterium longum <35 235
Lactobacillus acidophilus <35 >35
Lactobacillus gasseri <35 =35
Lactobacillus helveticus <35 235
Lactobacillus paracasei <35 235
Lactobacillus plantarum <35 >35
Lactobacillus reuteri <35 235
Lactobacillus rhamnosus <35 235
Streptococcus thermophilus <35 235

True positive/ (TP)

Both the test result and the actual condition are positive.

True negative/ (TN)

Both the test result and the actual condition are negative.
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Species name Specificity (%) Sensitivity (%)
Akkermansia muciniphila 100 100
Alistipes putredinis 100 100
Bacteroides genus 100 100
Bacteroides fragilis 99 100
Faecalibacterium prausnitzii 99 100
Roseburia hominis 100 100
Bacillus 100 100
Candlida albicans 100 100
Clostridium difficile 94.8 100
Escherichia coli 100 100
Staphylococcus aureus 100 100
Bifidobacterium bifidum 100 100
Bifidobacterium breve 97.4 100
Bifidobacterium lactis 100 100
Bifidobacterium longum 100 100
Lactobacillus acidophilus 100 100
Lactobacillus gasseri 100 100
Lactobacillus helveticus 100 100
Lactobacillus paracaser 100 100
Lactobacillus plantarum 100 100
Lactobacillus reuteri 100 100
Lactobacillus rhamnosus 100 100
Streptococcus thermophilus 97 100

Specificity
The ability of a test to correctly identify people with negative results, which means in a testing that has a specificity of
99%, only one in a hundred patients will be mistakenly diagnosed as negative.

Sensitivity

The ability of a test to correctly identify patients with positive results, which means in a testing that has a sensitivity of
99%, only one in a hundred patients will be mistakenly diagnosed as positive.
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Risk and Limitation
Risk

Risk of Laboratory Errors

BioMed Technology Holdings Limited has standard and effective procedures for processing your
samples. However, there is still a possibility for laboratory error, which leads to inaccurate results. The
errors include but not limited to possible contamination of the samples or DNA, incorrect labelling,
unable to receive explanable reports, and also other operational laboratory errors. Sometimes, the
laboratory of our company may require a second time of collection of your samples to complete your
tests.

Risk of laboratory techological problems

BioMed Technology Holdings Limited implements standard and efficient procedures to prevent any
operational or technological problems. Indeed, there is still a possibility for problems to happen. The
problems include but not limited to inability of receiving explanable results of specific bacterial species.
Sometimes, as there are uncontrollable situations, our company cannot receive the testing results of
specific bacterial species. This means that BioMed may not able to report some health characteristics or
situations, or other results for your phenotypes. BioMed may try to start a new test for your samples to
receive the results. However, it is possible that the results may not be obtained in the new test too. Same
as all other medical laboratory tests, false-positive or false-negative results may happen. False-positive
result refers to that a species is actually not present. However, the report shows its presence.
False-negative result refers to that a species is actually present. However, the report shows its absence.
Participants may perform further tests to verify their results at their discretion.

Limitation

The purpose of the test is to provide information related to the individual's gut microbiota with its effects
on metabolism, weight, sports, energy consumption, eating, diet and nutritional choices. Individuals
should not change their diet, physical activities and present medical treatments solely based on this
microbiota analysis results without consulting their medical professionls or medical services providers.
Individuals may discover that their experiences are different with the improvements as stated in the
BioMed scientific researches results. The researches in gut microbiota are still under development. Many
personal health factors can also affect your diet and health. The scientific researches mentioned in this
report may not represent the testing individuals’ results due to the differences in the personal health and
other factors of other testing individuals. Moreover, the goals of some suggestions may or may not be
achieved because of different physical ability of individuals and other personal health factors. The
limitation of the test is that most scientific researches were done only in the Caucasian population. The
interpretations and recommendations were done in the context of the Caucasian as the research
participants. The results may or may not be related to the race of the test participants.

The relationship between the gut microbiota and the information provided by BioMed microbiome test
reports is in a field under active research. The future scientific researches may change the suggestions
according to the understanding of the diet, nutritions and physical exercises. According to the test
results and other medical knowledge of the testing individual, the medical service providers may
consider additional independent tests, or you can consult other medical practitioners or genetic
counselors.

Notice

Data from report reflect only the health status of the client on the date of one's examination. The data
are not intended to use for diagnosis or treatment purpose, the content of the report does not represent
the professional comment of physician. Client who has health problem, please consults physician.
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| Address & Contact

o BioMed Medical Clinic
Unit 1405, 14/F, East Point Center, 555 Hennessy Road, Causeway Bay, HK
Q BioMed R&D Center
Unit 311-312, 3/F, No.16 Science Park West Avenue, Hong Kong Science Park, Shatin, HK

Contact number : (852) 2151 0626

| Doctor Expert Hotline

(V) 97391144

We value any concerns raised by our customers. The expert hotline is dedicated to
answering customers' technical questions. Managed by doctoral experts in the fields
of Biochemistry, Bioinformatics and Genomics, and Nutrition, they can timely explain

our service and scientific research technology to them.
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stadlpund ua:Raunsgstaliduinn3iund AxwdgvluNistiaotMstdulsegonsiAdsupods:sINsUnd AtUADSaPYUSU
WasuwnanssumssuUs:MupIKIs ua:Nstdsdsa uazkiuasdooBagumwaaunsgtuailduovnmudus:o:

AWIEEDEFY Juuaav3t AWBNYUFUWNSUDVRAUNSSluaTdALY WalRsunuAlnavuoUs:sINsTnaunsgusialudgo Bolwu

AMULEDUMSIBUUIBINN3WUS:INSTaENTU AtuADSUSUWUABUWOANSSUMSSUUS:MUDIKIS La:msiBE3a ua:uSnuNtBed
sIrylumsAuauqaaunsgiunun
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Species name sudordunsy CT Value

@ DAUNSYAdKAN

Akkermansia muciniphila I S S S N 0N {235}
Alistipes putredinis — — e E— — uUné {255}
Bacteroides genus — A I A UnflEniios {15.3}
Bacteroides fragilis + I N e B i1 nUn6 {235}
Faecalibacterium prausnitzii I I * I B )N {159}
Roseburia hominis + I S E— N iU nG {235}

Raunsgsualud

Bacillus ——A—— Uné {=35}
Candlida albicans I S A I B )N {5 {=35}
Clostridium difficile I I * L e A {=35}
Escherichia coli I I A L e A1 {33.1}
Staphylococcus aureus I N S S B (N {5 {=35}
L) wslutoang

Bifidobacterium bifidum I S P S B i1 nUn6 {235}
Bifidobacterium breve I N N S B sihAa-nUné {235}
Bifidobacterium lactis I N S S B iU A6 {235}
Bifidobacterium longum I N N S B sihAatnUné {30.0}
Lactobacillus acidophilus I N S S B iU A6 {=35}
Lactobacillus gasseri I I S S N 1 {=35}
Lactobacillus helveticus I S S S B 0NN {=35}
Lactobacillus paracaser I I * I B N6 {29.3}
Lactobacillus plantarum I I A I B )N 6 {29.3}
Lactobacillus reuteri I N S S N iU A6 {=35}
Lactobacillus rhamnosus * I S S B iU {=35}
Streptococcus thermophilus I S + L e ] {33.8}
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DINWAASIDILASERTIVAU S:AUADIEUQAUDYRAUNSIUAFUDVANU A daNaALIUAAN

Z-SADE)'\DlV_\-IUFID'\UlgiEJDUE)\)D'Iﬂ'IS

nouha NOUWDIKIS QouWwoyndNLau

dhkuniiu LWIWATYUNWSDYD wKowUs:INN 2 Danswu lipopolysaccharide

(LPS) d:zautudsuicuuin
W

novKN novidy NUAUAUUNWSDY

upulkau 2INSIASYALLANSOUNSENE
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NUUW LazAdKUvDNLEU

Based on your gut microbiome, you have a anuidssgs of
developing allergy and eczema.

o

Juwo1MA QOUWDIKIS KOURQ La:AdKULDNLEU (QDUWWADKUL) W up1msU J8i tw ~ugvu” uuntugov 10
A wuwl Tastud oaUU 20% vovuszsinslantduniuw uisIsanduwo:dlomaritildessadh ua:iulddulsa
aacio udlulsadasy AnondwsiMoyaegvLINAURAUS:AU MIUSSeKarwBUldAUWUIRaUNsgluasIdRIduauqa
L‘inmuu‘iautuoﬁumsmmuuaonﬁﬁuﬁuﬁﬁoUnﬁ lda\)mnaéun§éﬁohuolunu n31 70% oAepgtuald wadno
AUNUNUDAUNSIUATFSvTUWUSHU Daun's'siﬁtéiaauoaaowathwaanununummuwowam oultnaDIMSNITUW
du usnintiopINANISAUAUQATKREUNEID:ALTYLAUMSANDIMSHTUWIED FoTNacioMSAVAILEUBUUDOAD

UA:LESUESIVADIUUTVUSVUD VNI NADE

O

Us:zuitu 1 U 5 vooussI1nsnvkua GUIKIRDKUIOSNLEU

A ULEgvUIUNAID

KoUKQ

AULFYVFD

nouWwoIms

AULEYVED

AULFYVFD

ONONONCG

D
EI
=

YNDNIEU
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| NOUW uazRoKuvdNLEU

ADWLFYVALTaDINS

KOURKQ

TsArauRalluonmstdulosaidosvuavuaa TauranaauuaoUssdugnritiiiooMsiuwous:avA
TavhooindoudanUasu o1msuovlsaroukalldnomsis uazauk: usnoindgoooiiaaINIshD
auKkadd ausvnauuuoa ta:msKigtdliindaov snanduuidaulnendi 2,000 Auldedsaiwsi:
IsArndUAQ

Faecalibacterium prausnitzii \{uaun3gtualdstantonwulduindo 5% DINREUNSSIAVKUQ
2aunsg Akkermansia muciniphila Guwulduinisunuds:uicu 3-5% tus:uugouDIMIs VIUSDY
TaAUWU3 RauUNggaovstalv:IsuduLINURATUGTSAKDUKQ 1a:0IUSS8gvAUWUSNIT DaUNsE
aovstal DasswAugdermtkiTsTalAdAuMsuduWaY ta:anshnaalaoens:uoumsiUasguaIns
Wuwavoviu dumssniau

Species name sudoqdunsy’

@ aAUNSYIAdKAN

v
Akkermansia muciniphila I S S S . iU N6
v
Faecalibacterium prausnitzii I S S S B 16
paunsgsualud
v
Candida albicans I S S B N )N f)
) wsluleand
o . o v .
Bifidobacterium bifidum I S S S . i Uné
v
Bifidobacterium breve I S S N N 0N
v
Lactobacillus plantarum I R P e B (A6
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ADWLFYVALTODINIS

AULEYVED

NOUWDINS

nowwomistuliaoinuauduadus:nn Immunoglobin E (IgE) gnwaadunibaiwadodiuaisorisisione
AasubudvAdodad Bvaisomishangasta Soluldlulnunusiomeniaiduus:Tostnusiomaendugnsa
Us:nn3wduansiniAunudaoluloud Soinalduasamsuwainis $oaunsTURnTAunuUfvuUnas:Tuuw
2I1s TagomsuovMsuWaIrIstU GAvud 21nsnvAsKUY TUdudvidoyRomoldumietoudusniau
msANLIWUSY WIENAD Bacteroidetes UaunAaasundoimsuwanis uanikiialuoindu Bacteroides
fragilis 3o10u phylum Bacteroidetes T &vasv polysaccharide A BoIWuAIWAWSOUDY NDAUAU T-
cells tums&vru iiinterleukin-10 (IL-10) tuldoadvacoiMsududniau uucu:Atwsluoand
Bifidobacterium bifidum wa: Lactobacillus acidophilus &oa1sn aco1Msniuwarisialasndunu IgE
ua: interleukin-4 (IL-4) tAuI:au d@du Streptococcus thermophilus SoaNsSnAIUALDINSUWIQUIUID
wad T2 ua: IL-4 uwssuuastiaidouna tuutu:A Bifidobacterium longum wa: Bifidobacterium breve
d@wsnaaomsuwla

Species name sudodunsy’

@ aUNSIAdKAN
v .
I N I I N gih O JAfilaniioy

Bacteroides genus

Bacteroides fragilis I S S B B NN UN6

@ wsluloaind

Bifidobacterium bifidum

I N T I N ¢in 0 Und

*————

Bifidobacterium breve sinninung
Bifidobacterium longum ; I S S B GinnaUnG
Lactobacillus plantarum I I ; L e
Streptococcus thermophilus I I ; L e 1
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. ‘ . . . . . . A UIdYVFO

NOUWANDKUD

nouwAskodudusnmssniaudasvuavrokrvagviduamea onboNsiuav AU wov Kol
yDvIKaldDEAMUTU AUTIS WD ULINISASUAIGeSDEAtUMSUSSINMMSISUUDQLa:DIMSAULKENT DD
Isficnumstdaidiosoadilus:g=aiunuacdanu omikinsi:UponuRougan wa:inainolAgosuly
Wous:avAra1eus:ns MsANIWUSIRAUNSSUEIdNIFuauqa IWUADIUAUDYMSIAQDINSAD
kUvdnau ua:lduu:th3imsusuauqanaunsgidukiviussussimaims

MsNaaoowWuN Bifidobacterium bifidum GuinatumsUovnuua:ussimaulduiongudodoinis
NOUWRDKUY Faebalibacterium prausnitzii \Do\dsauqa ua:oimsidoywivalduousniau unth
WUgormswonuvoniau daunsagtwslulo@nd Lactobacillus rhamnosus TaAtuauUaiumsaa
DIMSWOKULDNIFUIBUNU ddu aewus Bifidobacterium breve go829A2UAU interleukin-1B
(IL-1b) ¥ozaao1NMISHOKULDNLAU

Species name shudoaunsy

@ DaAUNSIADKAN

Faecalibacterium prausnitzii I S S S B A
aunsgsualud
v
Escherichia coli I N S S N (A6
v
Staphylococcus aureus I S S S B )06
@ Twsluloand
v
Bifidobacterium bifidum I N S S B 6inA5nUné
v
Bifidobacterium breve I N S S B 6ihA5nUné
\4 ,
Lactobacillus acidophilus I S R 05U
v ,
Lactobacillus rhamnosus I B S S B A5G
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. ‘ . . ‘ . . AWLFYVFD

—

wWoyndnNLau

[

nouwwoyndniau KéanAuBunaauinnust nduwarmAdu wiveanldWuaoondu Ao auggma
gouninamina:aaninastuytuzAimsuwuuudatdoodu hiaoin {u 18os1 9a4 o1Msuwluoyndud
WafiveININIVAN DIMSNIVDYN Ua:AD Bodvwatklianiso thynlka AUDYN ua:AUM BOIWU
AMWIEgVNTLWRDKULLaIsAkDUKQ WD Immunoglobulin E (IgE) wunuaisnonbuwikaid 1wsad
tustomeisv:UauasiadBolkiiounu histamine 9onNBLEVWATAINIODINISUIUWDD
paunsglwsiulodnd wWu Bifidobacterium breve wa: Bifidobacterium longum ¥>8aao1Ms
usUWDYIKANT DghvBUDIMSUWIUDYN TasnsUSuNMsaouauavuow T cells cio Thi ua: Th2
uonuiiolUoindu anewus Lactobacillus acidophilus wa: Lactobacillus paracasei §vaan L
IbdomsiiooimsuwciadvudanUaoudndoe

Species name sudoqdunsy’

@ wsluloand

Bifidobacterium breve ; I S — R iU
Bifidobacterium lactis ; I S — R iU
Bifidobacterium longum ; I S S N GinnnUné
Lactobacillus acidophilus ; I S S N GinnnUné
Lactobacillus paracaser I E— ; I )6
Lactobacillus plantarum I E— ; I 106
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DINWAASIPRAUNZHUATuUDVAU ATCUTAULEED

ANNLasetunany ADsAATSADIUNAININAITYUNWSD D

DnadauovovAmsauwslanu “u Gaundlando 1 wuduau AUSeW ulsAsou AUR GlsASou
UMSIWNIWaItYUNWSDLU U W ~UADIW L& golumsiialsakanalaoaua:ioin Wwu AadIsaaasoago
KSOAIWAUGY UDNDINU UFOIW UADIWLE ~8v Isans:qQn TsAdocio luduwondu ua:nd:mgametouuna
KAUBNADEY NMSLWIWAITYUNWSDVU U L gdlgvnupgvldse:diAtYNUDaUNSgluald MsANVIA U1
autolas v1dVNqU Taunaunsguavdura 8 vaukl vEdU AUKU ~vWdu TUTFUKUaDYNGU La:dolna
msad wWa guudavuovry wadsinnda Kui lasudaunsguovunWan ~“9du natgwd ukyn ~“9ou uytu:n
ryuf 1asu Daunsgduovunan “wou Du rUnaaavviudvegvlaAuwu 31 misusudaunsgtualdd und
vlu3slawalu MsAdUAUU IKUN La:MSININAITY

™
= ‘. ‘.
{ f E ) ANA b ,
/3N /\\/5’\ low-fat high-fi D
Microbiota
transplant Recipient Increased
mice adiposity
Obese twin
L » N )
) "
N\ 1 Low-fat high-fik .
Microbiota Nl
transplant Recipient i
mice
Lean twin

Jp— |

MSA2UAUS:UUTLDAUDVRAUNSHUANTE TasumsAnunTuKGOtUSSATANalUMSQUAS:UULKINANCIREUQA
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A WLFYVALTaDINS

A UIdYVFO

dhkdniiu

o 0000

LWNINAIYUNWSDO

A WLFgvUIuNaIv

A WLIFgvUIUNaD

O

wKduds:nn 2

A WLFgvUIuNaIo

@ & @

daswu
lipopolysaccharide
(LPS) a:=autudsuicu
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A WLFYVALTaDINS

' . . . . . . ALY OGO

AURDGstUDaMe Body Mass Index (BMI) 1Au 25 dudiosdhkiniiu ankquavthkinifuduitiovoin
msuslnawnaa3uINNIINMsthIUts FAGGKUNIuGTomawudufc:duluirouds:nn 2 Tsakanaldoa
wa:koo IsArapaldDadauv wa:u:Sv N3 48% uovus:sinsdumvuvovaulng WulsAddu »indoya
ol 2017 du n31 4.7 Suaundlandedsawsi:Isadoutunnd

msAnNuAUWUSY RRGTsAdoU UND Akkermansia muciniphila ua: Bifidobacterium longum Uiog)
N31AUAGSIOMEEUEIU VIUSSUBNBUTVAUWUST dasiddu Firmicutes do Bacteroidetes GUAUWUS
fAuthkin tudsuuovoaunsgiwsiuleand Lactobacillus acidophilus Guanunsnaaomsluiuwandu
14 ua: Lactobacillus gasseri vsoalhaacslivoame souldd ualududoonovlddnddy

Species name sudoqdunsy’

@ aAUNSIAdKAN

Akkermansia muciniphila — ———— dniuné
Bacteroides genus L ; I E— 0N UnSLEniow
Faecalibacterium prausnitzii —— ; I )0

@ wslulo@nd

Bifidobacterium bifidum — ———— dniuné
Bifidobacterium breve — ———— dniuné
Bifidobacterium longum ; I S S N i1 UnG
Lactobacillus acidophilus ; I S S N i1 UnG
Lactobacillus gasseri ————— Uné
Lactobacillus plantarum — ————— Uné



ISADDOULLALWNINAITYUNWSDY | Ee;egcf,"‘cg,tg

| IsAdoulaztmInaIcyUNWSDL

A WLEYVALIiaDINIS

()

) °°° 6

LWNINAITYUNWSD D

mstsWaiyunwsovdulwuAIWEgvdsuNMsiialsAro Tsalkou talsAkanaldoaauay ARGUDSE
(oo 4 aghododalud

1. BluduazauArtiDvEuLAU

2. Tasnawolsagv

3. High-density lipoprotein (HDL) ch

4. AWAUgY K3D NalAagv

fiosuUulsAtminaltyunwsov

MSIWUSWWOULDY Akkermansia muciniphila $38aauuaRiZoRIRgdTovAUMSsritAtialsASOUTd U
Firmicutes ua: Bacteroidetes 1a:goE38a001mMsUIUSNIEUALAODINMSIINAITYUNWSDYSNADY Tw
slulba@ndwsu Bifidobacterium lactis asaWUUSUcU adiponectin odulUsduiasivoinisadiuutu
$1ome ua: NADPH oxidases (NOX) (toulsustariv) usivme acomisududniau tuuusAtwsluloand
awwus Lactobacillus acidophilus wa: Lactobacillus paracaser awnsnaatloigaludu dvaandudew
MSIAIANISININAITYUNWSD Y

Species name s1uBoAUNGY

@ DaAUNSgIAdKAaN

Akkermansia muciniphila ; I S S B GinnUnG
Faecalibacterium prausnitzii I ; I N ()06

@ wsluloand

Bifidobacterium lactis — — —— — sinniung
Lactobacillus acidophilus I S S S B iU
Lactobacillus paracaser I + I N ()06
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RBes'e;’rCLngtg | IsAdouLazImINaITYUNWSDD

| IsAdoutaztmInaIcyuNwWsoL

ADWLFYVALAODINIS

ko uds:zinn 2

UspmdulsAlumoiuus:nn 2 du unWudsnaivaunéodunov Guiono:llunuoigipy Taun31 90% uovr
WOulsAawnou gnadodesudulsaluinoiuds:inn 2 doundaouifgsloviulsasou amsuovlsAlIKUG

Jdvud sauwasvie uwamed) Uinuko TUoudomwsiid Bvakauoviuinoiuds:inn 2 Guiinmsds
dugau wWodudouliawnsamvuldd uhaanalaatuldoago gameauddSonargtdulsatuinou

W
A

MstWuduuav Akkermansia muciniphila & &du acomstuiroiuUs:nn 2 16 ua:gvldSunmsAuwus
awnsafAuamwuovidaywivaidnudousoladndss WRUsedulunouds:nn 2 du UNbAIULENLEUYDY
Faecalibacterium prausnitzii c‘hlﬁalﬁauﬁuvgﬁuﬁ\)uso d&WSu Lactobacillus gasseri §oaMW1SO IWUADIL
awnsatumsdvmenalpa tWuAUawisntumsdunmsUssidulsatukroiu uucu:AlwsTuloandanewus
Lactobacillus reuteri paplsaqosoa s:aulasnasasisa ua:oasiddu LDL fiu HDL Tdanddey

Species name s1uBorAUNGY

@ DaUNSIAdKAN

v
Akkermansia muciniphila I S S S N GinnUnG
v
Bacteroides fragilis I S S S N Ginn NG
v
Faecalibacterium prausnitzii I N S I . 0
paunsgsualud
, v
Bacillus I N I S . 3O 6
v
Candida albicans I B S S B 1A G
@ wslulodnd
Lt . v .
Bifidobacterium longum I S S N B ginnaUné
v
Lactobacillus gasseri I N S S B (A6
. v
Lactobacillus plantarum I N I S B (A6
v .
Lactobacillus reuteri I S S S R AU
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Uaiswu lipopolysaccharide (LPS) a:autudsuicuuin

Lipopolysaccharide Ao asWwuusidcuduuanwivwsad dondalaguuafide doo:0usuicuuindu
mnKINuuARBsdume TslalatdortkiiaoinNissniau dowalitianisapuaupvAuINAuTUuDY
noAunU TasmsAnuAuwu" lipopolysaccharides D:Wwumssniauidasotusiome (WuToma
mstAalsAlIWaIcgunwsov doidmsdosusau Tsasou Wik Toudvluuwandu
ADWBNYUUDY Akkermansia muciniphila ua:A>UKaINKa18UDVRAUNSIUU goaalomams
iialuduwandu msAnuniwsluloand Lactobacillus acidophilus SoAuwuIMUARIBEBTQU
awnsnaalslaladitwvumsaniau waawuTslaladAdatuauuadumsaniau uaniktisTuondulw
sluloandanawus Lactobacillus plantarum and Bifidobacterium bifidum gos29Up0nums
SOUCHYDYPDNBUAUANSSU Boliadudin lipopolysaccharides dvwathaao1nisudusniau

Species name s1uBorAUNGY

@ aUNSIAdKAN

v
Akkermansia muciniphila I S S S B innNUn6
@ wsluloand
- . o v .
Bifidobacterium bifidum I S S S B innnUnG
A .
Lactobacillus acidophilus I S S S B inaUné
v
Lactobacillus paracaseri I B S B B 06
v
Lactobacillus plantarum I B S B B 06
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DINWaasIPRAUNZUATFuDVLANU ACUTALEDD
) AsAsaunat AvstAalsadldSnau

o

pIndoauow National Institute of Health Us:sansn31 16% nolan GUtuninoonniZoso
tuytusldednu N31 20% vavUs:sInsiolan Iwdtufiuoimsnsalkadou

msasvauqanaunsgtuald iweaaanswutuald 1usEnsATAnatuMsussIMaIMSHDY
W MoviduiEoso Tagvinviusdstugovnodus:y31 n31 90% ua: 70% vovAundoINs

NovLde wa:npvNISOSLMWANIAU ToinsdduApudivdapurnavoinidinmisidonusinalw
slulo@ndmuanowusgnidsauaq

o))

=
“ . ‘ . . . . . . ALYV
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ADWLFYVALAQDINIS

AULEYVED

i" o0 000000

NDVKN

[N

oaxmshoornildustmshwuldussdrsurlns:uUATETU UM WAGDIMSHDYKN Ad RRYUMelDe
n31 3 ASudpdUMIK goois:lEnkéaudo KéoDoIUVYDDIS:DENVLIN BuakaowIAaldDINNaTID
WAevupvMSIBEN s:uugpalitrum réaulspdua WU WIKoU Kéalnsaad soudonmssuus:mu
owmsAliGdogunw Taglaw:AGIdUtuch

msAnnAUWUSIMsUSTnALdute RdlevAuaidotudld ua:u:§oald Rgoongundnouduogo
tumstduu:Eoald BomnatuazlagoIMsioorn ANUIFsVUDYMSIAQU:IEDATED:g0du Bo
WuARBe Staphylococcus aureus GuQnAUWUITAIWNBULINTUAUAGUYKIADYRN MSSUUS:
mulwsTulo@nd Wwu aawus§ Lactobacillus paracasei 291WUMSHVILLDVRAUNSHIUATTS
ussIMDIMSHDYWN tUutu:R Bifidobacterium lactis $2a8gugomsiaulauov Helicobacter
pylori BodnanehodUss:dAnytunisacomsioown anawug Bifidobacterium longum §9
awsnB2uWuMsiAdaulrouavaldsndoe

Species name s1udoqunse

@ DAUNSYIADKAN

. . o v
Faecalibacterium prausnitzii I N S S B N6

paunsgsualud

Staphylococcus aureus I N S S B 6

@ wsluloGnd

Bifidobacterium lactis ; I S E— N iU
Bifidobacterium longum ; I S E— N iU
Lactobacillus acidophilus ————— sinniung
Lactobacillus paracasei —— ; I 0
Lactobacillus plantarum ——— ; I ||
Lactobacillus rhamnosus ; I S E— N iU
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novldey

oxmshpvidudunuvoontdu 2 Us:nn Tdun Usinnidouwadu ua:us:innidaso oimshovidsuuuidsuwaudu
Unifaoinmsmuaimisididalsa MikifiaoNMsUdaioo La:mstiegoois: uunu:Aoinishovidaidosodulin
AuaUs:uitu 3 UK uasdaulyonuaNsisulos 1wu GlsAwkou Tsau:Eoanld «ad
msApvidsdulnaduldoINaunsgdstalud WU Bacillus wa: Escherichia coli sOURv 8ok 16U Candida

albicans tuueu:i Clostridium difficile Guaunsartiiianmsdigikadsaua TUouiivaddniauneosuusy
tuuruzRnaunddstiananeasia WU Faecalibacterium prausnitzii ansnaamsiiaoIMshaVldaTd
Roseburia hominis Gu ¥auaao1Msdniaulualdla Yaunsalwslulo@ndanowus Lactobacillus
rhamnosus TaSumsAnw3BIzaaAWAUNISIAODIMSHDVIES WULGEIAUNU Lactobacillus reuteri au

Streptococcus thermophilus D’F}tuauUﬁtumsaon:nuLé‘iaoéﬂaﬁmauldﬁw

Species name s1udoraunse’

@ DAUNSIAdKAN

v
Faecalibacterium prausnitzii I N S I . A
Roseburia hominis I B P I N i1 AN U N6
paunsgsualud
. v
BaC///US 5 . J ] T
v
Candida albicans I S I I N A6
v
Clostridium difficile I S T I N A6
S . v
Escherichia col/ I N T I N A6
\4
Staphylococcus aureus I N S R N A6
@ wsluloand
. . A4 .
Lactobacillus reuteri I P P S B iU né
v
Lactobacillus rhamnosus I B S B B A5 N6
. v
Streptococcus thermophilus I S S N N6
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ADWLFYVALAODINIS

NUAUAUUNWSDY

S:UUNDAUAUYDVISIUDNDIND:AVWANUMSKAAIUASULAAIUSIONMEUDVIST LADIVTKINAADY
anadov 3lFvudanUasulan Kaalhutus1oMeLsT Bus:uunTAUNUD:dvIBUGUDABTACND
AulwaSamsfAudvulanUasuicofiusoniu
s:uunDAunudurhvuldugavidoisidonguinns 30 U WondAunuliauqa oudanUasuoin
meupnUNd:awIsnasvANULSUUetkAuIsITadwTU

MsANUIAUWUSN Alistipes putredinis T WIALITEVAUMSaQdIUDURAUNSTBTATUG Dgv

Candlida albicans uutu:A Faecalibacterium prausnitzii $281WUEUQaNTAUAULA:A0DIMS
Sniau Yaunsglwsluleandaeno Bifidobacterium breve §ogdvaamsrmviuAuINIAULDYTYL

TalAd ua:satwumsnaa CD4 T cells BvIWUMSODUEUDYUYDYNTAUNU DauNsgIwsTuloand
aOWUS Lactobacillus helveticus §ormviusoununu Bifidobacterium longum $81d5U

a$1onoAUNU WUIdudNUNU Streptococcus thermophilus

Species name s1udoaunse

@ DaUNsgIAdKAan

Alistipes putredinis L [ E— ; I I 1N 6
Faecalibacterium prausnitzii L [ E— ; I I 1N 6
Roseburia hominis ; I . innnUné
) wslutedng

Bifidobacterium breve — — —— — sinniung
Bifidobacterium longum A———— sinninuné
Lactobacillus helveticus ; I . inncnUné
Lactobacillus paracasei L [ E— A I I 1N 6
Streptococcus thermophilus ] ; I E— NG
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DINWaasIPRaUNZHUATduDvAU ATUTADLEED
AaAnaunan RvstAaleurkinMogumwda

-

gumwdadunsoungauRLNMOAIU DISUR] MSSUS La:MSIFVAU ua:godvwanunissuionuay

13sa Jayavinmsriuuaaumuiidal 2019 wu3i 83% uavUszsinslan GUtumiiuADILLASEQ BV
FoyounrudeasusiidourmioinAouAssandalidu Joinaldoin GUcymimsuou IoeINDIMIS Kavau
v1g 21sundudsusou gad

VIUANUISYKAEBUTAAUWU3T Raun3atudiddonanuaumwda ta:A>uauqanmouaIsund Wovoin
aupvua:alddouloviunuLNUAEBEN3T gut-brain axis (GBA) v GBA Uuipudouvpvausv Adv
msnsaadutouazAduAaNnUs:uuUs:ansouupnuovald Ufduwuss:n31onaunsgtuarldua: GBA
G WOumsufauwusuuuanonANY Togs:uuus:ain s:uucaulsna ua:s:uuNDAUU

N1 83% vovUs:=sInslanidUoyrkioinADIULASEQ

. . . ‘ . . A WLdgvUUNao

upulykndu

‘ ' . . . ‘ AOWIFgvUIUNaIv

DINsLASeQLLa:
NS:DUNS:NE
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ADWLFYVALTODINIS

uouluKkau

MsupuRIWEYWD lasuasivauudvusvRvAUSIVMELa:Dat oIMsusulindudonati
tNoD1IsuduUsUSOU uans:ouns:D18 Ms3daiut 2020 Auwudl N3N 70% uovUs:sINs
MxlandUnyrmmsusuludntunweasuivaiaus Tag 40% MA3UAGDINADIULAZEADIN
vIUKSOMISANVILEASYU

2aun3gtualddudowanuanuru:msusuagouin lagmsavniuaisindlugdauov wu wls
Indu ua: Tawadu MsAnw3dwudl daunsaglwslula@ndaneowus Bifidobacterium
breve wa: Lactobacillus reuteri @ansatwuAtumMwmsuauld

Species name sudordauUNEe

@ AUNSIAdKAN

Faecalibacterium prausnitzii I E— ; I A

@ wslulo@ind

Bifidobacterium breve ; I S S iU N6
Bifidobacterium longum ; I R iU N6
Lactobacillus gasseri I E— ; I ]G
Lactobacillus plantarum I E— ; I ]G
Lactobacillus reuteri ; I I iU NG
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DINISLASYAQUA:NS:DUNSONY

A WIAZsaduldulnnsenlagsssusAuavuyud Waldwuanumsiasuulav kéoguassacva stomeo:
apuauavlU3UNYass: Kéomomudato AUAZsaduaDbudond tuusAmikisiIdududoaanalasiown:
LaRdavin3uusUbpAUAYSUasIWRD:IAOTU DehvlsAicU KInAWLASsaduificdubus:u:pardadoniu Tag
TWdmMswn o:rhEifiaoINSBULAS NsS:oUNS:NY QUIGED 9ad  unuUIBDUs:kIwauDvLa:aTdiu Ganuru:
BouluonuluaoviANY Lo Naupvua:aldo:doansiunglaus KuNuAMUIKINaUDY KéoaldinaoINs
Raun@ Snode:kivesuraunaludoe

VIUSVYAUWUI Daunsglwslulo@ndanowus Lactobacillus helveticus aaoIMSIASYQE:EU DINISNSOU
NS08 Ua:2IMsBULASY uanoInd »INMsnaaov W Twsluloandanewug Lactobacillus plantarum 9e1o
dattiooiunal 8 UK FogosacaimsiA3ua wa:ns:DuNs:NeldsNAe

Species name s1uBorAUNGY

@ DaUNSgIAdKaN

v
Akkermansia muciniphila I S S S B inn NG
paunsgsualud
v
Candida albicans I N P I N N6
) wsluloand
. . . \ .
Bifidobacterium bifidum I E P S B i1 A5 Un6
v
Lactobacillus helveticus I S S S B (03U
v
Lactobacillus plantarum I N I S B A6
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aowus WaasJ>DUDVALU

Probiotic strains Your result

Streptococcus thermophilus \/

gaslwsluloandlawr:unnanikun:ay

aunu OR Code duuulWagsiwa:duadmnsugasiwslulo@nduavacu 7
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Awru:drKsuan

awisadonsuds=muldoinoinisikait

agwus WaQSODUDVALU
Probiotic strains Your result Can be obtained from the following food

Bifidobacterium bifidum X

£ )

?‘ Yogurt %  Fermented milk
Bifidobacterium breve X \ J
Bifidobacterium lactis X

‘ Natto @ Miso

Bifidobacterium longum X
Lactobacillus acidophilus X

Lactobacillus gasseri

Lactobacillus helveticus

Lactobacillus paracasei

Lactobacillus plantarum

Lactobacillus reuteri

Lactobacillus rhamnosus

£
? Yogurt & 5 Sauerkraut

Kimchi

Streptococcus thermophilus
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JouuzuinvulnsuinNis

AN

L suUszvuns luTofind annomiswianil

Z \
- ‘i/ ] ?}

wiluTlesind . t
Apple Banana Asparagus Onion Garlic Beans

WatANAMsEu lenazauudinsswad ns lwlodind
afnAuATRNIINUYRAUNSTUTe hifiuazansie

— VAN Lﬁmm‘ﬁ"uﬂs:mummims’iuhlameﬁmums‘ﬂ”mﬁ b1

aslulemsn ( @ |
White rice Spéghetti
- HANLAIDINSUUSTU WU
R RLINILHT

Pty

Instant noodle Pizza

+ suUTEvnuin uaza T 2 Tu 3 duwssonnisriande Iagan=indidu wazka dan

nanidsawa iihenags igu

ALAzNa b N“vﬁ % A g ‘
ow ¥ .

Watermelon Pineapple Mango

- HANADIUSGUANNIRNA + Amsuslaa

Tussin

Red meat  Intestines Poultry Seafood

L vslam lsiuain

Avocado Olive oil

- WNNUANLADY

@ o6 T

Spicy food Coffee Alcoholic beverages
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ANHIALNToIRDINSINBUINTSAUAAUNE HusiaraTial N1sasrauuy Platinum

q

AsNumuadNItdussuy

Bifidobacteria Lactobacilli Bacteroides Clostridia Roseburia
Animal protein ™ ™ 0 N2
Whey protein extract T T N2 N
Pea protein extract T P
High fat N2 0 T
Low fat T
High saturated fat T
High unsaturated fat T T
Nature
sweeteners/sugars T v
Artificial sweeteners N2 N2 T N2
Fiber/prebiotics ™ ™ N2
Resistant starch 0 T T
Probiotics T T

Polyphenols from
fruits, vegetables, ™ ™ N2 N%
cereals, and beverages
Western-High animal
fat/protein
Mediterranean-High
fibre/antioxidants/ 4 P 4 T
UFA low red meat

Gluten-free N2 N2 N2
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AsnuMUaeNausruy

Faecalibacterium Akkermansia

Eubacteria Streptococcus s s
prausnitzii muciniphila

Alistipes

Animal protein T
Whey protein extract
Pea protein extract
High fat N2
Low fat
High saturated fat 0

High unsaturated fat 0 0

Nature

sweeteners/sugars

Artificial sweeteners
Fiber/prebiotics
Resistant starch 0

Probiotics T

Polyphenols from
fruits, vegetables,
cereals, and beverages
Western-High animal
fat/protein
Mediterranean-High
fibre/antioxidants/ 0

UFA low red meat

Gluten-free N2
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LWNLNDDIKISMMUWAQSIDRaUNsguovniu lag Goodcal

2,

AuANAALAANAMNIAUNS T drunsUsuNslnsunsiiaNyan loaun WS aMuuarduAwIalarndanss
TusunsulazuInSit sonuUUWR

o USTWNANMULIATHA LRNADLANWANTUDL sheolasuinnsuuu Mediterranean-based

e amomsuUssUiNeana1nssnLAY

e ANANSHOLDMNS Lﬁ'ummsamsssumﬁmmmﬂﬂﬂua:maj'\tmaq anflouns AN plant-based protein
TufiaEin uazwalsy

o uandmdlwiiuvsud warlosiudusdh WSy 6 uwidmunsges anale  wazewnsid nsluleding
PATNATNAAUVI VTR A
o QUARTAWENIWSSAL FIUANSIANNA 62 IARSTYRY uazualy
o RNKNASHNANMAN MoanANUIEHaNE 19U UFoRlAA nzran
shotomsivinuasld mndouiininaaivisann Goodcal
dUani 1
IUNg 39A1s "5 WOWAUGR @Ans
. Rice with omelet Whole Wheat . .
Tuna & spinach . . . Chicken truffle Tuna Rice berry
DRV LTI . & chicken in chicken steamed )
sandwich wrap croissant
tomato sauce bun
Brown rice with . Salmon pasta in Rice with braised .
. . L Lean pork with . . Shrimp wonton
21snagIw | stir fried shrimp in Lemon cream chicken in
. vegetable noodles tom-yum noodle
Thai herb paste sauce vegetable soup
Japanese . . Yogurt with Banana Oat L .
YDIIN i Mixed fruit & High fiber jelly
edamame granola muffin
. . . . oo . . Baked potato with
- Chicken pesto Tuna salad in herb | Rice with stir fried Grilled shrimp . P .
NWISLEU . . chicken in truffle
pasta dressing shrimp & kale salad
sauce
AUpnviti 2
ung 3915 W5 WaRAUG fAns
Chicken & almond Rice with porkin Tuna soft mochi Steamed chicken Chicken pesto
DRV LTI . . . )
sandwich bitter gourd soup bun dumplings sandwich
Rice with Rice with soft Rice with shrimp . Rice with braised
. . . . . Sweet potato with . .
2msnagiu | steamed Dory fish omelet & garlic in mixed herb . chicken in Gaza
. R . chicken meatballs
in Thai chili paste shrimp soup soup
Flourless Grains . . . . . Perilla & hone
LibNeaN . Tofu pudding Mixed fruit Protein brownie y
cookie bar
Rice with chicken
. . . . . Salmon & .
o Chicken Japanese | Steamed fish with Grill chicken & o teriyaki &
NS . avocado teriyaki
salad mixed vegetable papaya salad don steamed egg
custard
AUV

o yanUAsunnduan o Goodcal azualinnvinunsunowduduen

o nsaNT:UWNSTiIdRINTnANIATaER o MNSTILK TR D ALIAU
e MsdnaAsWNSVIInNA siflunnslas Goodcal
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Cutoff Value (Ct)
Species name
True Positive True Negative
Akkermansia muciniphila <35 =235
Alistipes putredinis <35 235
Bacteroides genus <35 235
Bacteroides fragilis <30 230
Faecalibacterium prausnitzii <35 >35
Roseburia hominis <35 235
Bacillus <35 235
Candlida albicans <35 235
Clostridium difficile <35 >35
Escherichia coli <35 235
Staphylococcus aureus <35 235
Bifidobacterium bifidum <35 >35
Bifidobacterium breve <35 235
Bifidobacterium lactis <35 >35
Bifidobacterium longum <35 =235
Lactobacillus acidophilus <35 >35
Lactobacillus gasseri <35 235
Lactobacillus helveticus <35 235
Lactobacillus paracaser <35 =235
Lactobacillus plantarum <35 235
Lactobacillus reuteri <35 >35
Lactobacillus rhamnosus <35 235
Streptococcus thermophilus <35 235

True positive/ (TP)

Both the test result and the actual condition are positive.

True negative/ (TN)

Both the test result and the actual condition are negative.
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Species name Specificity (%) Sensitivity (%)
Akkermansia muciniphila 100 100
Alistipes putredinis 100 100
Bacteroides genus 100 100
Bacteroides fragilis 99 100
Faecalibacterium prausnitzii 99 100
Roseburia hominis 100 100
Bacillus 100 100
Candlida albicans 100 100
Clostridium difficile 94.8 100
Escherichia coli 100 100
Staphylococcus aureus 100 100
Bifidobacterium bifidum 100 100
Bifidobacterium breve 97.4 100
Bifidobacterium lactis 100 100
Bifidobacterium longum 100 100
Lactobacillus acidophilus 100 100
Lactobacillus gasseri 100 100
Lactobacillus helveticus 100 100
Lactobacillus paracaser 100 100
Lactobacillus plantarum 100 100
Lactobacillus reuteri 100 100
Lactobacillus rhamnosus 100 100
Streptococcus thermophilus 97 100

The ability of a test to correctly identify people with negative results, which means in a testing that has a specificity of
99%, only one in a hundred patients will be mistakenly diagnosed as negative.

Sensitivity
The ability of a test to correctly identify patients with positive results, which means in a testing that has a sensitivity of
99%, only one in a hundred patients will be mistakenly diagnosed as positive.
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We value any concerns raised by our customers. The expert hotline is dedicated to
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